<vurml version="1.0" encoding="utf-&8" 7>

<hml xmins="http://schemas.nmdp.org/spec/hmil/1.0.1" xmins:hml="http://schemas.nmdp.org/spec/hml/1.0.1"
xmins:obs="http//hi7.0rg/fhir® xmins:xsi="http: ! fewww 3 org/ 2001 /XMLSchema-instance”™
wsi:schemalocation="http://schemas.nmd p.org/spec/hmif1.0.1 hitp://schemas.nmdp.org/spec/hml/1.0.1/hmil-
1.0.1.xsd http:/hI7.org/fhir kttp:/ W7 org/fhir 201 6May/observationxsd™ version="1.0.1" praject-
name="REG_RECRUIT_DNR">

<hmlid root="744" extension="16.449732.2021-10-27" />

<reporting-center reporting-center-id="0001" reporting-center-context="NMDP" />
<sample center-code="001" id="ID 1">
<collection-method>Buccal Swab</collection-method>

<typing gene-family="Blood Group Antigens™ date="2021-10-27">
=property name="supplierOrderLing D" valug=""="*===2" f5
<property name="locus” value="AB0D">

<pbs:Observation xmins="http://hI7.org/fhir">

<obs:status value="final" />

<pbs:code>

<obs:coding>

<obssystem value="http:/Moinc.arg” />

<obs:code value="85504-9" j>

<pbs:display value="Presumptive ABD group [Type] in Saliva (oral fluid) by Molecular genetics method” /=
<fobs:coding>

<fobs:code>

<obs:datadbsentReason>

=obscoding=

<pbs:system value="http://schemas. nmdp.org/failed result™ />
<gbs:code value="FAILED-RESULT" f=

<obs:digplay value="FAILED-RESULT" f=

<fobs:coding=

<fobs:dataAbsentReason>

<fobs:Observation>

</property>

<typing-methods

<sbt-ngs locus="ABD" test-id="MiSeq" test-id-source="HISTOGENETICS" />
=/typing-method=

<ftyping>

iyping gene-family="Blood Group Antigens™ date="2021-10-27">
zproperty name="5upplierOrderLine D" valug=""***= 224 i
=property name="locus" value="RhD">

<abs:0Observation smins="http://h7.org/fhir"=

<obs:status value="final" />

<obs:codes

<obs-coding>

<obs:system value="http:/loinc.org” /=

<pbs:code value="85505-8" />

<obs:display value="Presumptive Rh [Type] in Saliva (oral fluid) by Molecular genetics method™ />
<fobs:coding>

<fobs:codes

zobs:datasbsentReasons

<obscoding>

<pbs:system value="http://schemas, nmdp.org/failed result”™ />
-:n-bcsx.gde value="FAILED-RESULT" /> : E,f

<abs:display value="FAILED-RESULT" />

<fobs:coding>

<fobs:datasbsentReason>

<fobs:Observation

</property>

<typing-method:

<sbt-ngs locus="RhD" test-id="MiSeq" test-id-source="HISTDGENETICS" /=



</typing-method>

</typing>

</sample>

<sample center-code="002" id="I1D 2">
<collection-method=Buccal Swab</collection-method=

<typing gené-family="Blood Group Antigens™ date="2021-10-27">
cproperty names="SupplierOrderline|D" valugs""*===®=a% f,
zproperty name="locus" value="AB0D" >

<obs:Observation xmilns="http://h 7 orgffhir"=

<pbs:status value="final" />

<obs-codes

zobs:coding>

<obssystem value="http:/Moinc.arg” />

<obs:code value="85504-9" />

<obs:display value="Presumptive ARD group [Type] in Saliva (oral fluid) by Molecular genetics method”™ /=
<fobs:coding>

<fobs:code>

=obsvalueCodeableConcepts

=<obs:coding=

<obssystem value="http:/Nloinc.org” /=

<pbs:code value="LA19708-2" />

<obs:display value="Group 0" />

<fobs:coding>

<fobs:valueCodeableConcept>

< fobs:Observations

<fproperty>

<typing-method=

<sht-ngs locus="AB0" test-id="MiSeq" test-id-source="HISTOGENETICS" />
<typing-method=>

<ftyping>

<typing gene-family="Blood Group Antigens™ date="2021-10-27">
<property name="SupplierOrderline|D" valug="=***22**" f5
<property name="locus" value="RhD">

<nbs:Observation xmins="http://H7.argffhir"=

<obs:status value="final" />

<obs:codex

<obs:coding=

<obs:system value="hitp:/loinc.org” />

<pbs:code value="85505-6" />

=obs-display value="Presumptive Rl [Type] in 5aliva (oral fluid) by Molecular genetics method™ />
<fobs:coding>

<fobs:codes

<obsvalueCodeableConcept>

zobs:coding>

<obs:system values"http:/floinc.org” /=

=obs:code value="LA27326-0" />

<obs-display value="Rh+" />

</obs:coding>

<fobsvalueCodeableConcept>

<fobs:Observation=

</property=

<iyping-method>

<sht-ngs locus="RhD" test-id="MiSeq" test-id-source="HISTOGENETICS" />
<ftyping-method>

</typing>

<fsample>

</himil=



